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RAW SEQUENCE LISTING DATE: 12/28/200 L <I^- 

PATENT APPLICATION: US/0 9/96 3 , 6 7 9 TIME: 16:12:00 



Input Set : A:\032301.232.seq.ST25.txt 
Output Set: N:\CRF3\12282001\I963679.raw 

■:110 - APPLICANT: Farwick, Mike, et al . 

'.120- TITLE OF INVENTION: NUCLEOTIDE SEQUENCES WHICH CODE FOR IHE dep*>7 GENE 
-:130- FILE REFERENCE: 032301 WD 232 
<140> CURRENT APPLICATION NUMBER: US/09/96 3,6 7 9 
<141> CURRENT FILING DATE: 2001-09-27 

<160> NUMBER OF SEQ ID NOS : 4 

•:170> SOFTWARE: Patentln version 3.1 FEB 2 7 2HH? 



13 - 2 10 - SEQ ID NO: 1 

14 -211- LENGTH: 1786 

15 - 2 1 2 > TYPE: DNA 

16 <213^ ORGANISM: Corynebacter ium glutamicum 

18 --:2 20> FEATURE: 

19 <221> NAME/KEY: CDS 

20 <\222:> LOCATION: ( 2 5 9 ) . . ( 1 56 0 ) 
2 1 v223.> OTHER INFORMATION: 

24 <400> SEQUENCE: 1 

25 cggcgttttc cgagcgggtg tctagcgcaa cgagtgcgga accgcgttgt tgggcctggc 60 
27 tggcgagcat gtgttttgcc acgtcgacgg cattgcgctc ggacttaaaa ttcaacgccg 120 
29 cagatggtgc aagcagctgt gaaatgaggc gtagggcgcg gacgcgttcc agagaaagtg 180 
<1 caggcataac ccctaaaata ccctgatctt cccccgtgtc ctgcccccgt gtccacccct 240 



ENTERED 

lep67 GENE 

RECEIVED 

FEB 2 7 20H? 
TEun otNi EH 1600/2900 
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3 39 
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387 


4 2 


Lys 
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Lys 


Ala 


He 


Ala 


Thr 
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He 
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Ala 


Ala 


Val 




4 3 






30 
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4 5 
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5 9 








95 










100 










105 








61 


ggt 


gag 


gec 


tta 


age 


ggg 


ttt 


gtg 


ggg 


gat 


aac 


ttc 


eta 


aat 


gec 


cag 


627 




Gly 


Glu 


Ala 


Leu 


Ser 


Gly 


Phe 


Val 


Gly 


Asp 


Asn 


Phe 


Leu 


Asn 


Ala 


Gin 




6 3 






110 










115 










120 










65 


etc 


att 


acg 


gaa 


aaa 


gtc 


tct 


cag 


gcg 


egg 


ate 


cca 


gag 


cgc 


gec 


ggg 


675 




Leu 


lie 


Thr 


Glu 


Lys 


Val 


Ser 


Gin 


Ala 


Arg 


He 


Pro 


Glu 


Arg 


Ala 


Gly 




67 




125 










130 










135 













file://C:\CRF3\Outhold\VsrI963679.htm 



12/28/01 



Page 2 of 6 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/963,679 



28/200 1 
12:0 0 



Input Set : A:\032301.232.seq.ST25.txt 
Output Set: N:\CEF3\122 82 00I\I96 3 67 9.raw 



gag tgg 
Glu Trp 



ttg 
Leu 



gaa gcg 
GLu A La 

tgg ggc 
Trp GLy 

aag cog 
Lys Pro 
20 5 
cgt tgg 
Arg Trp 
220 

ccg att 
Pro lie 

tat gac 
Tyr Asp 



gcc cag ccg 
Ala Gin Pro 
145 

acc get aat 
Thr Ala Asn 
160 

att aaa tct 
lie Lys Ser 
175 

oca get ggg 
Pro Ala Gly 



ac ggg gag 



cag ttg tec agg 
Gin Leu Ser Arg 
210 

ccc gag ccg ctg 
Pro Glu Pro Leu 
225 

gcg ccg aaa ttc 
Ala Pro Lys Phe 
240 

gtc ata aaa ttc 
Val He Lys Phe 
2 55 



gtg 
Val 

gtg 
Val 

ttg 
Leu 
195 
aac 
Asn 

att 
He 



gca 
Ala 



gac 
Asp 



aaa gtt 
Lys Val 
150 

ate gat 
lie Asp 

aag ctt 
Lys Leu 



er Arg Ser 



gat 
Asp . 



act 
Thr < 



gcc 
Ala 



Gly 
2 15 
ctg etc 
Leu Leu 
2 30 

ctg gtc 
Leu Val 

gtc get 
Val Ala 



teg egc gaa gtc 
Ser Arg Glu Val 
L5 5 

ccg tea gat get 
Pro Ser Asp A La 
170 

gcg gaa ccc acc 
Ala Glu Pro Thr 
185 

etc gcc gaa gca 
Leu A La Glu Ala 
20 0 

tgc aca aaa agg 
Cys Thr Lys Arg 



gag cgc cgc 
GLu Arg Arg 
235 

ggc aaa gtc 
ly Lys Val 
250 

gcc gat cct aac 
Ala Asp Pro Asn 
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DATE: 12/28/2001 
RAW SEQUENCE LISTING TIME : 16:12:00 

PATENT APPLICATION: US/0 9/9 6 3,67 9 

input Set : A:\032301.232.seq.ST25.txt 
Output Set: N:\CRF3\I228200I\l963679.raw 

n4 Glu Lys He Olu Leu Met Val Cly Lys *sp L eu Gin Tyr He jrj Leu 

Air 400 4U tar nrt a tt 1539 

l" tec cat ate etc ttc g,a get taaetaggag taaceatcat gtccgatgea 
14' Set His lie Leu Phe Gly Ala 

HI aaa,ac,att°ccatctt,tc c Mf ,,,c rrr « gagctcag cggtgccgtc leSO 

», hst, c« 9 =« 0 »cc t - 

15 1 aagqaattcg cccgcg 

154 <:210> SEQ ID NO: 2 

155 <211> LENGTH: 434 
i <= h <■ ">1 t> TYPE: PRT 

oi!> ORGANISM: corynebactertum glutamicum 

^lyTyf - val Ala CI, do Thr val Pro Gly Pro Ser Pro 
Glu Met Glu A!» Gin Arg «, Lys Glu Leu At, Lys L,s Ala XI. 

1''6 20 , nna i, 3 A ia val Tyr Phe Leu Cys Arg 

1„9 Ala Thr Gly Leu Leu lie Phe Ala Ala Ala y ^ 

J 7 ,"! Phe val 11 Thr At, Pro Gly Glu Thr Ala Ala Trp Val Cly Phe val 

\]) „, 11 Ala Ala Glu Ala c!ly Met Lie Gly Gly Leu Ala Asp Trp Phe 

?£ H val Thr Ala Leu Phe Arg His Pro Leu Trp Leu Pro He Pro „rs 

III Thr Ala Lie Lie Pro Arg Lys Lys ASP Gl„ Leu Gly Glu Ala Leu Ser 

] 86 100 B n Php l-u Asn Ala Gin Leu He Thr Glu Lys 

189 Gly Phe Val Gly Asp Asn Phe L,.u Asn ai ^ 

190 115 ti err, rlu Arg Ala Gly Glu Trp Leu Ala Gin 
193 Val Ser Gin Ala Arg He Pro Glu Arg ai ^ 

f 9 4 7 Pro Glu Asn Gly Glu Lys Val Ser Arg Glu Vat Gly Lys Leu Thr Ala 

%l HI lie val Arg ,1a " Asp Pro Ser Asp Ala Glu A!a Val Tie Lys 

-02 165 al _ rln Pro Thr Trp Gly Pro Pro Ala 

, 05 S er Ala Val He Asp Lys Leu Ala Glu Pro ^ 

206 T 18 ° n„ nn Leu Leu Ala Glu Ala Lys Pro Asn Gin Leu 

,09 Gly Arg Leu Leu Glu Gin Leu Leu ax ^ 

230 195 A c^r rlv Cvs Thr Lys Arg Arg Trp Ala Pro Glu 

■] i Ser Arg Asn Ser Arg Ser Gly Cys inr y y ^ 

^ Pro Leu Lie Asp Ar, Leu Leu Asn Glu Arg Arg Pro He Trp Ala Pro 
%\ Lys Phe Thr Ala Gin Leu Val Ser Gly Lys Val Tyr Asp Glu Val He 

245 2bU 
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KAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/9 6 3,67 9 



DATE: 12/28/2001 
T 1 M E : 16:12:00 



inp.ut Set 
Output 



A-\032301.232.seq.ST25.txt 
N ;\CRF3\12282001\l963679.raw 



2 61 



266 



274 
J75 
276 
278 
279 
282 
283 
284 
285 
287 



Lys PteThl - - »X - - - »° -l.Clu^ ». 

ser Leu E - Leu „. .J. - - - - - ^ 7 

Proaly Sne ne -r S! " eKlt " 

serc'lU CI-- - .ro^rUe^l. serM.se; 

Ser Leu Ue «U £ Clu »P - ser Ser - Leu £ «, 

325 , A Leu LeU Val Asp 

Lys Ile Ala Glu Ala Ala Thr Ser Trp Gly Gin Arg ^ 

340 * Tle Thr Gly Ala Ala Ala 

ssp ser Leu «, His ser Leu «p Thr «, ^ 

I Ph e Leu Si - „. .r »U So - - - «J - - ~ 

I , h r fie Clu M9 M », - - - - « ^ ^ " ™ 

385 T 39 ° Tyr Ile Arg Leu Asn Gly Thr He Val 

Met Val Gly Lys Asp Leu Gin Tyr g 415 

405 „ a1a Tie Ser His He Leu Phe 

Gl y Ala Leu Ala Gly Leu Ala Tie Tyr Ala He S_r ^ 

420 4/ ° 
Gly Ala 

<210> SEQ ID NO: 3 
<->ll> LENGTH: 28 

SisS: Coryneb.ct.rlu. ,lu«-lcu- 

,-400> SEQUENCE: 3 
qaggtacctc cacccctgcg tacataat 
<210> SEQ ID NO: 4 
< >11> LENGTH: 28 

Coryneo.cterlu. ,lut,„i=un, 

^400> SEQUENCE : 4 
tgtctagact agttaagctc cgaagagg 
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DATK 
TIME 



12/28/2001 
16: 12:0L 



VERIFICATION SUMMARY /nn/QK , fi7q 

PATENT APPLICATION: US/09/9 6 3,67 9 

t r „t Set ■ A:\03230L.232.seq.ST25.txt 
Output Set; S:W3\l»82001\l963679.raw 

H1ffprs Replaced Current Applicati 

... - js^r. K£.?J5Si- — 1 riun9 Date 

,■9 M;271 C: Current Filing uate 
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